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 m-sexp( 20.0[Hz], 0.0[s] )
w-trapezoid3( 0[%], 80[%], 100[%] )
wzerofill{ 4 )

»-fft{ 1, TRUE, TRUE )
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Scale Y [End]

Unscale ¥ [Shift+End]

Save View to File [V]
Restore View from File [Shift+V]
Cycle Slot + [PgUp]
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Expand +X [Ctri+Rgt]
Select All [A]

Unselect All [U]
Complement [C]

Delete [Backspace]
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Normalize [N]

Reintegrate [Shift+MN]
Group Peaks [G]
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[Fit Lorentzian [L]
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Center of Mass [W]
Recompute Statistics [R]
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